Connecting via Winsock to STN 

Welcome to STN International! Enter x:x 

LOGINID:sssptal652dmr 

PASSWORD : 

TERMINAL (ENTER 1, 2, 3, OR ?):2 



NEWS 1 Web Page for STN Seminar Schedule - N. America 

NEWS 2 NOV 21 CAS patent coverage to include exemplified prophetic 
substances identified in English-, French-, German-, 
and Japanese-language basic patents from 2004-preser 
NEWS 3 NOV 2 6 MARPAT enhanced with FSORT command 
NEWS 4 NOV 2 6 CHEMSAFE now available on STN Easy 
NEWS 5 NOV 2 6 Two new SET commands increase convenience of STN 

NEWS 6 DEC 01 ChemPort single article sales feature unavailable 
NEWS 7 DEC 12 GBFULL now offers single source for full-text 

coverage of complete UK patent families 
NEWS 8 DEC 17 Fifty-one pharmaceutical ingredients added to PS 
NEWS 9 JAN 0 6 The retention policy for unread STNmail messages 

will change in 2009 for STN-Columbus and STN-Tokyo 
NEWS 10 JAN 07 WPIDS, WPINDEX, and WPIX enhanced Japanese Patent 

Classification Data 



> Plus Help Desk Availability 
ition regarding STN implementati 



ftware development 
3 or other similai 
r privileges and c 



FILE 'HOME' ENTERED AT 00:49:28 ON 01 FEB 2009 

=> index bioscience medicine 

FILE ' DRUGMONOG ' ACCESS NOT AUTHORIZED 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 0.22 0.22 

INDEX 'ADISCTI, ADISINSIGHT, ADISNEWS, AGRICOLA, ANABSTR, ANTE, AQUALINE, 

AQUASCI, BIOENG, BIOSIS, BIOTECHABS, BIOTECHDS, BIOTECHNO, CABA, CAPLUS, 
CEABA-VTB, CIN, CONFSCI, CROPB, CROPU, DDFB, DDFU, DGENE, DISSABS, DRUGB, 



DRUGM0N0G2, DRUGU, EMBAL, EMBASE, 



ENTERED AT 00:50:04 ON 01 FEB 2009 



71 FILES IN THE FILE LIST IN STNINDEX 



:? (3a)endonucleas: 



40 FILE AQUALINE 

1189 FILE AQUASCI 

3479 FILE BIOENG 
9 FILES SEARCHED. . . 

31117 FILE BIOSIS 

10212 FILE BIOTECHABS 

10212 FILE BIOTECHDS 

17093 FILE BIOTECHNO 
13 FILES SEARCHED. . . 

10248 FILE CABA 

40802 FILE CAPLUS 

731 FILE CEABA-VTB 

77 FILE CIN 

338 FILE CONFSCI 

3 FILE CROPB 

124 FILE CROPU 

19 FILE DDFB 

133 FILE DDFU 

43989 FILE DGENE 



19 FILE DRUGB 
425 FILE DRUGU 

88 FILE EMBAL 

21832 FILE EMBASE 

9157 FILE ESBIOBASE 
30 FILES SEARCHED. . . 

363 FILE FROSTI 

1154 FILE FSTA 

2282317 FILE GENBANK 

53 FILE HEALSAFE 

7069 FILE IFIPAT 

11 FILE IMSDRUGNEWS 
3 9 FILES SEARCHED. . . 

9 FILE IMSRESEARCH 

20 FILE KOSMET 
17321 FILE LIFESCI 
40206 FILE MEDLINE 



11890 FILE PASCAL 
47 FILES SEARCHED. . . 

164 FILE PCTGEN 

1 FILE PHAR 

1 FILE PHARMAML 

66 FILE PHIN 

640 FILE PROMT 



1 FILE PROUSDDR 

3 FILE RDISCLOSURE 
20911 FILE SCISEARCH 
10529 FILE TOXCENTER 

58 FILES SEARCHED. . . 

14486 FILE USGENE 
72194 FILE USPATFULL 

2 9 FILE USPATOLD 
11872 FILE USPAT2 
1 FILE VETB 

63 FILES SEARCHED. . . 

62 FILE WATER 

9109 FILE WPIDS 

62 FILE WPIFV 

9109 FILE WPINDEX 

37 FILE IPA 

4 FILE NAPRALERT 
488 FILE NLDB 

64 FILES HAVE ONE OR MORE ANSWERS , 71 FILES SEARCHED IN STNINDEX 

LI QUE (RESTRIC? (3A) ENDONUCLEAS?) OR (RESTRIC? (3A) ENZYM? ) OR (RESTRIC? (3A) 
MODIF?(5A) (ENZYM? OR ENDONUCLEAS? OR SYSTEM? ) ) 

=> d rank 

Fl 2282317 GKN1SANK 



F2 72194 USPATFULL 

F3 43989 DGENE 

F4 40802 CAPLUS 

F5 40206 MEDLINE 

F6 31117 BIOSIS 

F7 21832 EMBASE 

F8 20911 SCISEARCH 

F9 17321 LIFESCI 

F10 17093 BIOTECHNO 

Fll 14486 USGENE 

F12 11890 PASCAL 

F13 11872 USPAT2 

F14 10529 TOXCENTER 

F15 10248 CABA 

F16 10212 BIOTECHABS 

F17 10212 BIOTECHDS 

F18 9157 ESBIOBASE 

F19 9109 WPIDS 

F20 9109 WPINDEX 

F21 7069 IFIPAT 

F22 3845 AGRICOLA 

F23 347 9 BIOENG 

F24 2088 DISSABS 

F25 1189 AQUASCI 

F26 1154 FSTA 

F27 731 CEABA-VTB 

F28 640 PROMT 

F29 488 NLDB 

F30 425 DRUGU 

F31 363 FROSTI 

F32 348 OCEAN 

F33 338 CONFSCI 

F34 199 NTIS 

F35 164 PCTGEN 

F36 144 VETU 



PHIN 

WATER 

WPIFV 

HEALSAFE 

ANTE 

ACAJAI.INh 



DDFB 
DRUGB 

IMSDRUGNEWS 

IMSRESEARCH 

ADISNEWS 

NAPRALERT 

ADISINSIGHT 

CROPB 

RDISCLOSURE 

PHAR 

PIIAI'MAMI. 

PROUSDDR 

VETB 



=> file 12, f4-fl7 

COST IN U.S. DOLLARS SINCE FILE TOTAL 

ENTRY SESSION 

FULL ESTIMATED COST 12.24 12.46 

FILE ' USPATFULL ' ENTERED AT 01:00:54 ON 01 FEB 2009 

CA INDEXING COPYRIGHT (C) 2009 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CAPLUS' ENTERED AT 01:00:54 ON 01 FEB 2009 

USE IS SUBJECT TO THE TERMS OF YOUR STN CUSTOMER AGREEMENT. 

PLEASE SEE "HELP USAGETERMS" FOR DETAILS. 

COPYRIGHT (C) 2009 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'MEDLINE' ENTERED AT 01:00:54 ON 01 FEB 2009 

FILE 'BIOSIS' ENTERED AT 01:00:54 ON 01 FEB 2009 
Copyright (c) 2009 The Thomson Corporation 

FILE 'EMBASE' ENTERED AT 01:00:54 ON 01 FEB 2009 
Copyright (c) 2009 Elsevier B.V. All rights reserved. 

FILE 'SCISEARCH' ENTERED AT 01:00:54 ON 01 FEB 2009 
Copyright (c) 2009 The Thomson Corporation 

FILE 'LIFESCI' ENTERED AT 01:00:54 ON 01 FEB 2009 
COPYRIGHT (C) 2009 Cambridge Scientific Abstracts (CSA) 



FILE ' BIOTECHNO ' ENTERED AT 01:00:54 ON 01 FEB 2009 

COPYRIGHT (C) 2009 Elsevier Science B.V., Amsterdam. All rights reserved. 



FILE ' USGENE ' ENTERED AT 01:00:54 ON 01 FEB 2009 



COPYRIGHT (C) 200 9 SEQUENCEBASE CORP 

FILE ' PASCAL 1 ENTERED AT 01:00:54 ON 01 FEB 2009 

Any reproduction or dissemination In part or In full, 

by means of any process and on any support whatsoever 

Is prohibited without the prior written agreement of INIST-CNRS . 

COPYRIGHT (C) 2009 INIST-CNRS. All rights reserved. 

FILE ' USPAT2 ' ENTERED AT 01:00:54 ON 01 FEB 2009 

CA INDEXING COPYRIGHT (C) 2009 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'TOXCENTER' ENTERED AT 01:00:54 ON 01 FEB 2009 
COPYRIGHT (C) 2009 AMERICAN CHEMICAL SOCIETY (ACS) 

FILE 'CABA' ENTERED AT 01:00:54 ON 01 FEB 2009 
COPYRIGHT (C) 2009 CAB INTERNATIONAL (CABI) 

FILE ' BIOTECHABS ' ACCESS NOT AUTHORIZED 

FILE ' BIOTECHDS ' ENTERED AT 01:00:54 ON 01 FEB 2009 
COPYRIGHT (C) 2009 THOMSON REUTERS 

=> s (restrlc? (3a) endonucleas?) or (restrlc? (3a) enzym?) or 
(restrlc? (3a)modif ? (5a) (enzym? or endonucleas? or system?)) 
7 FILES SEARCHED. . . 
10 FILES SEARCHED. . . 

L2 330713 (RESTRIC? (3A) ENDONUCLEAS?) OR (RESTRIC? (3A) ENZYM?) OR (RESTRIC 

?(3A) MODIF? (5A) (ENZYM? OR ENDONUCLEAS? OR SYSTEM?)) 

=> s 12 (s) (specif i? or recog?) (s) (sequenc? or dna?) 

5 FILES SEARCHED. . . 

9 FILES SEARCHED. . . 
L3 79162 L2(S) (SPECIFI? OR RECOG?) (S) (SEQUENC? OR DNA?) 

=> s 13 and (hybrid? or recombinat? or truncat? or transpos?) 

L4 49041 L3 AND (HYBRID? OR RECOMBINAT? OR TRUNCAT? OR TRANSPOS?) 

=> s 13 (s) ( (two (3a) recognit? (3a) site?) or hsds?) 

L5 990 L3 (S) ( (TWO(3A) RECOGNIT? (3A) SITE?) OR HSDS?) 



=> s 15 (s) (hybrid? or recombin? or trunca? or or exchang? or transpos? or alter?) 
MISSING TERM 'OR OR' 

The search profile that was entered contains a logical 
operator followed immediately by another operator. 

=> s 15 (s) (hybrid? or recombin? or trunca? or exchang? or transpos? or alter?) 
5 FILES SEARCHED. . . 
11 FILES SEARCHED. . . 
L6 344 L5 (S) (HYBRID? OR RECOMBIN? OR TRUNCA? OR EXCHANG? OR TRANSPOS? 

OR ALTER?) 

=> dup rem 16 

DUPLICATE IS NOT AVAILABLE IN ' USGENE ' . 

ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 

PROCESSING COMPLETED FOR L6 

L7 280 DUP REM L6 (64 DUPLICATES REMOVED) 

=> s 17(s)half? 

PROXIMITY OPERATOR LEVEL NOT CONSISTENT WITH 
FIELD CODE - 'AND' OPERATOR ASSUMED ' L82 (S) HALF? ' 
PROXIMITY OPERATOR LEVEL NOT CONSISTENT WITH 



FIELD CODE - 'AND' OPERATOR ASSUMED ' L86 (S) HALF? ' 
PROXIMITY OPERATOR LEVEL NOT CONSISTENT WITH 
FIELD CODE - 'AND' OPERATOR ASSUMED ' L88 (S) HALF? ' 
PROXIMITY OPERATOR LEVEL NOT CONSISTENT WITH 
FIELD CODE - 'AND' OPERATOR ASSUMED ' L100 (S) HALF? ' 
PROXIMITY OPERATOR LEVEL NOT CONSISTENT WITH 
FIELD CODE - 'AND' OPERATOR ASSUMED ' L102 (S) HALF? ' 
L8 14 L7 (S) HALF? 



L8 ANSWER 1 OF 14 USPATFULL on STN 

TI Small Interfering RNA libraries and methods of synthesis and use 

L8 ANSWER 2 OF 14 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Enterobacter cloacae 

for diagnostics and therapeutics 

L8 ANSWER 3 OF 14 USPATFULL on STN 

TI Differential enzymatic fragmentation by whole genome amplification 

L8 ANSWER 4 OF 14 USPATFULL on STN 

TI Differential enzymatic fragmentation 

L8 ANSWER 5 OF 14 USPATFULL on STN 

TI Methods for quantitative determination of methylation density in a DNA 



L8 ANSWER 6 OF 14 USPATFULL on STN 

TI Compositions and methods for the 

L8 ANSWER 7 OF 14 USPATFULL on STN 

TI Compositions and methods for the 



L8 ANSWER 8 OF 14 USPATFULL on STN 

TI Nuclease 

L8 ANSWER 9 OF 14 USPATFULL on STN 

TI Compositions and methods for the 



therapy and diagnosis of colon cancer 
therapy and diagnosis of pancreatic 

therapy and diagnosis of colon cancer 



L8 ANSWER 10 OF 14 USPATFULL on STN 

TI Compositions and methods for the therapy and diagnosis of ovarian cance 

L8 ANSWER 11 OF 14 USPATFULL on STN 

TI Compositions and methods for the therapy and diagnosis of colon cancer 

L8 ANSWER 12 OF 14 LIFESCI COPYRIGHT 2009 CSA on STN 

TI DNA Cleavage by Type III Restriction-modification Enzyme Eco P15I is 
Independent of Spacer Distance between Two Head to Head Oriented 
Recognition Sites 

1,8 ANSWKK l.i Or' 14 I.IKKSCI COPYRIGHT 2009 CSA on STN 

TI feneration ol now DNA binding spec i I i c i l.y by truncation ol I.Ik; t.ypt: I C 



1,8 ANSWKK 14 O •' 14 H I OTKCIIDS COPYRIGHT 2009 THOMSON KhUThKS on STN 

TI Dondrimor based m.i I t. i f unci, i ona I composition lor treating cancer and 

oa r d i ovasc.r I a r disease, comprises a dondrimor complex having dondrimor:; 

comprising different agents e.g. therapeutic and biological monitoring 

useful for inflammatory disease and pathogen disease gene therapy, 



diagnosis and drug target screening 



L8 ANSWER 8 OF 1 
ACCESSION NUMBER : 
TITLE: 

INVENTOR (S) : 



PATENT ASS I HILL (: 



las, Vilnius, LITHUANIA 
ta, Vilnius, LITHUANIA 
/ilnius, LITHUANIA 
1-U.S. corporation) 



PATENT INFORMATION: 
APPLICATION INFO. : 



PRIORITY INFORMATION: 

DOCUMENT TYPE: 

FILE SEGMENT: 

LEGAL REPRESENTATIVE: 



US 20030040614 

US 6893854 

US 2001-906768 

NUMBER 



20030227 
20050517 
20010718 



DATE 



NUMBER OF CLAIMS: 
EXEMPLARY CLAIM: 1 
NUMBER OF DRAWINGS: 6 C 

LINE COUNT: 102 
CAS INDEXING IS AVAILABLE E 



GB 2000-19744 20000810 

Utility 

APPLICATION 

PILLSBURY WINTHROP, LLP, P.O. BOX 10500, MCLEAN, 
22102 



All 



A pre 



iclc, 



jith specificity foj 



endonuclease with specificity for an altered r 
selecting a polynucleotide which expresses a r 
with methylase specificity for the altered rec 

CAS INDEXING IS AVAILABLE FOR THIS PATENT. 

L8 ANSWER 12 OF 14 LIFESCI COPYRIGHT 2009 CSA o 

ACCESSION NUMBER: 2001:107290 LIFESCI 
TITLE: DNA Cleavage by Type III 

Eco P15I is Independent of Spa< 
to Head Oriented Recognition Si 
;ke, M.; Reich, S.; Moencke- 
;ger, D.H.* 

:itut fuer Virologie, Medizi 
Humboldt-Universitaet zu Be 



AUTHOR: 

CORPORATE SOURCE: 



E.; Reuter, M.; 



DOCUMENT TYPE: 
FILE SEGMENT: 
LANGUAGE : 
SUMMARY LANGUAGE: 



Journal of Molecr 
vol. 312, no. 4, 
ISSN: 0022-2836. 
Journal 
N; J 

English 



- Biology [J. Mol . Biol.], (20010928) 



EcoP15I requires the interaction of two unmethylated, inversely 
oriented recognition sites 5 ' -CAGCAG in head to head 
configuration to allow an efficient DNA cleavage. It has been 
hypothesized that two convergent DNA-translocating 

enzyme-substrate complexes interact to form the active cleavage complex 
and that translocation is driven by ATP hydrolysis. Using a half 
-automated, fluorescence-based detection method, we investigated how the 

sites affects DNA cleavage efficiency. We determined 

that EcoP15I cleaves DNA efficiently even for two adjacent head 

to head or tail to tail oriented target sites. Hence, DNA 

translocation appears not to be required for initiating DNA 

cleavage in these cases. Furthermore, we report here that EcoP15I is able 

to cleave single-site substrates. When we analyzed the interaction of 

EcoP15I with DNA substrates containing adjacent target sites in 

the presence of non-hydrolyzable ATP analogues, we found that cleavage 

depended on the hydrolysis of ATP. Moreover, we show that cleavage occurs 

at only one of the two possible cleavage positions of an interacting pair 

of target sequences. When EcoP15I bound to a DNA 

substrate containing one recognition site in the absence of ATP, 
' i 36 nucleotide DNasel-f ootprint that is asymmetric 

' . All of our footprinting experiments showed that the 
enzyme did not cover the region around the cleavage site. Analyzing a 
DNA fragment with two head to head oriented recognition 
sites, EcoP15I protected 27-33 nucleotides around the recognition 
sequence, including an additional region of 26 bp between both 
cleavage sites. For all DNA substrates examined, the presence of 
ATP caused altered footprinting patterns. We assume that the 
altered patterns are most likely due to a conformational change of 
the enzyme. Overall, our data further refine the tracking-collision model 
for type III restriction enzymes. Copyright 2001 
Academic Press 

ANSWER 13 OF 14 LIFESCI COPYRIGHT 2009 CSA on STN 
3SSI0N NUMBER: 97:330 LIFESCI 

LE: Generation of new DNA binding specificity by truncation of 

the type IC EcoDXXI hsdS gene 
30R: MacWilliams, M.P.; Bickle, T.A.* 



DOCUMENT TYPE: 
FILE SEGMENT: 
LANGUAGE : 
SUMMARY LANGUAG 



-sites separated by a non-specific spacer of defined length. The 
hsdS subunit contains two independent DNA binding 

have shown previously that the 5' half of hsdS can 

code for a functional substitute of the full-length hsdS. Here 

we demonstrate that the 3' half of the gene, when fused to the 

appropriate transcriptional and translational start signals, also codes 

for a peptide which imparts DNA binding specificity to 

the enzyme. About half the natural hsdS size, the 

mutant peptide contains a single DNA recognition 

domain flanked by one copy of each internal repeat found in the 



full-length hsdS. Deletion of either repeat sequence 
results In loss of activity. Like the 5' hsdS mutant, the 3' 

agnizes an Interrupted palindrome, GAAYN sub(5)RTTC, 

DNA recognition. Coexpression of the 5' hsdS 

mutant and the 3 ' hsdS mutant along with hsdM regenerates the 
wild-type methylatlon specificity. Thus, there is a free 



> :; I 9 (:;} (hybr i d? or rocomb? or f.runc? or oxch? or t.r.inspo? or a I l.[>r?) 
10 -'I l,KS SKAKI-IIKP. . . 
L10 500 1,9 (S) (HYBRID? OK KhCOMB? OR TRUNC? OR EXCH? OR TRANSPO? OR 

ALTER?) 

=> s 110 and ( (modif ? or alter? or hybrid?) (3a) (dna? or sequen? or specific 
(recogn?(3a)site?))) 

1 FILES SEARCHED . . . 

2 FILES SEARCHED. . . 

8 FILES SEARCHED. . . 

9 FILES SEARCHED. . . 

10 FILES SEARCHED. . . 

11 FILES SEARCHED. . . 
Lll 359 L10 AND ( 

SPECIFIC? 

DUPLICATE IS NOT AVAILABLE IN ' USGENE ' . 
ANSWERS FROM THESE FILES WILL BE CONSIDERED UNIQUE 
PROCESSING COMPLETED FOR Lll 

L12 314 DUP REM Lll (45 DUPLICATES REMOVED) 



. 112 1-314 



and Methods Ther 



r Genetic Manipulation and Monitoring of Cell 



L12 ANSWER 8 OF 314 USPATFULL on STN 



TI Selection and Enrichment of Proteins Using in vitro 

Compartmentalization 



TI OLIGONUCLEOTIDE LINKERS COMPRISING A VARIABLE COHESIVE PORTION AND 

METHOD FOR THE PREPARATION OF POLYNUCLEOTIDE LIBRARIES BY USING SAID 
LINKERS 

L12 ANSWER 10 OF 314 



Expressing a sequence of interest in a plant cell, including a plant, 
plant part, or plant cell culture comprises providing a cell with a DI 
sequence and causing expression of the sequence of interest; 

recombinant protein produced by vector mediated gene expression in 
host cell, useful in construction of transgenic plant 

DUPLICATE 1 
DUPLICATE 2 



L12 ANSWER 14 OF 314 USPATFULL on STN 



PATFULL on STN DUPLICATE 4 

nino acid sequences relating to Streptococcus 
pneumoniae tor diagnostics and therapeutics 

ANSWER 16 OF 314 USPATFULL on STN 

NON-REDUCING SACCHARIDE— FOKM I Nf, ENZYME, TKhl IM ,OSE-KE I ,EAS I Ni ; KN/.YMK, AND 
PROCESS FOR PRODUCING SACCHARIDES USING THE ENZYMES 



: polynucleotides 



ighput sequencing 
-RELEASING ENZYME, AND 



5 and methods of syntheE 



specificities 

L12 ANSWER 26 OF 314 USPATFULL on STN 

TI Attenuated human-bovine chimeric parainfluenza virus (PIV) vaccines 

L12 ANSWER 27 OF 314 USPATFULL on STN 

TI Methods for assembly of high fidelity synthetic polynucleotides 

L12 ANSWER 28 OF 314 USPATFULL on STN 

TI BIOINFORMATICALLY DETECTABLE GROUP OF NOVEL VACCINIA REGULATORY GENES 

AND USES THEREOF 

L12 ANSWER 29 OF 314 USPATFULL on STN 

TI Process for chromosomal expression of foreign genes in the hsdM region 

of a methylotrophic microbial host cell 

L12 ANSWER 30 OF 314 USPATFULL on STN 
TI Methods for genotyping 

L12 ANSWER 31 OF 314 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Streptococcus 

L12 ANSWER 32 OF 314 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Streptococcus 

L12 ANSWER 33 OF 314 USPATFULL on STN 

TI Cell line and methods for determining viral titer 

L12 ANSWER 34 OF 314 USPATFULL on STN 
TI Insertion sequence-free bacteria 

L12 ANSWER 35 OF 314 USPATFULL on STN 
TI Bacteria with reduced genome 

L12 ANSWER 36 OF 314 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Streptococcus 

pneumoniae for diagnostics and therapeutics 

L12 ANSWER 37 OF 314 USPATFULL on STN 

TI Evolution of whole cells and organisms by recursive sequence 

L12 ANSWER 38 OF 314 USPATFULL on STN 

TI Methods for producing polypeptide-tagged collections and capture systems 

containing the tagged polypeptides 

L12 ANSWER 39 OF 314 USPATFULL on STN 
TI Isoprenoid biosynthesis 

L12 ANSWER 40 OF 314 USPATFULL on STN 

TI Methods for monitoring multiple gene expression 

L12 ANSWER 41 OF 314 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to streptococcus 

pneumoniae for diagnostics and therapeutics 



L12 ANSWER 42 OF 314 USPATFULL on STN 



TI Nucleic acid and amino acid sequences relating to streptococcus 

pneumoniae for diagnostics and therapeutics 

TI Nucleic acid and amino acid sequences relating to Streptococcus 

pneumoniae for diagnostics and therapeutics 

L12 ANSWER 44 OF 314 USPATFULL on STN 

TI Plasmids and methods for construction of non-redundant, indexed, 

L12 ANSWER 45 OF 314 USPATFULL on STN 

TI Attenuated human-bovine chimeric parainfluenza virus (PIV) vaccines 

L12 ANSWER 46 OF 314 USPATFULL on STN 

TI Non-reducing saccharide-f orming enzyme, trehalose-releasing enzyme, and 

process for producing saccharides using the enzymes 

L12 ANSWER 47 OF 314 BIOTECHDS COPYRIGHT 2009 THOMSON REUTERS on STN 
TI Juxtaposing sequence tags comprises digesting a DNA adaptor to cleave the 
target DNA insert to create two sequence tags comprising terminal 
sequences of the target DNA insert that are attached to the plasmid 

juxtaposing sequence tag via DNA adaptor digestion for disease 

L12 ANSWER 48 OF 314 USPATFULL on STN DUPLICATE 5 

TI Anthranilate synthase gene and method for increasing tryptophan 



L12 ANSWER 49 OF 314 CAPLUS COPYRIGHT 2009 ACS on STN DUPLICATE 6 
TI Polypeptide mutagenesis method using transposons containing restriction 
enzyme recognition sites toward each termini of the encoding DNA target 

L12 ANSWER 50 OF 314 USPATFULL on STN 

TI Analysis of methylation using nucleic acid arrays 

L12 ANSWER 51 OF 314 USPATFULL on STN 

TI Accessible polynucleotide libraries and methods of use thereof 

L12 ANSWER 52 OF 314 USPATFULL on STN 

TI Gram positive bacterial mutants and methods of generating and using such 

L12 ANSWER 53 OF 314 USPATFULL on STN 
TI Bacteria with reduced genome 

L12 ANSWER 54 OF 314 USPATFULL on STN 

TI NOVEL POLYNUCLEOTIDES ENCODING USEFUL POLYPEPTIDES IN CORYNEBACTERIUM 

GLUTAMICUM SSP. LACTOFERMENTUM 

L12 ANSWER 55 OF 314 USPATFULL on STN 

TI NOVEL POLYNUCLEOTIDES ENCODING USEFUL POLYPEPTIDES IN CORYNEBACTERIUM 

GLUTAMICUM SSP. LACTOFERMENTUM 

L12 ANSWER 56 OF 314 USPATFULL on STN 

TI Strain belonging to the genus streptomyces and being capable of 

producing nemadictin and process for producing nemadictin using the 



L12 ANSWER 57 OF 314 USPATFULL on STN 

TI Methods and compounds for raising antibodies and for screening antibody 



repertoires 

L12 ANSWER 58 OF 314 USPATFULL on STN 
TI Insertion Sequence-Free Bacteria 

L12 ANSWER 59 OF 314 USPATFULL on STN 

TI Methods for assembly of high fidelity synthetic polynucleotides 

L12 ANSWER 60 OF 314 USPATFULL on STN 

TI Method for the manufacture of nucleic acid molecules 

L12 ANSWER 61 OF 314 USPATFULL on STN 

TI Polypeptides and polynucleotides from coagulase-negative staphylococci 

L12 ANSWER 62 OF 314 USPATFULL on STN 
TI Protein having PDZ domain sequence 

L12 ANSWER 63 OF 314 USPATFULL on STN 

TI Methods and compositions for elucidating protein expression profiles in 



L12 ANSWER 64 OF 314 USPATFULL on STN 

TI Attenuated human-bovine chimeric parainfluenza virus (PIV) vaccines 

L12 ANSWER 65 OF 314 USPATFULL on STN 

TI Hybrid and single chain meganucleases and use thereof 

L12 ANSWER 66 OF 314 USPATFULL on STN 

TI Methods and systems for in silico experimental design and for providing 

a biotechnology product to a customer 

L12 ANSWER 67 OF 314 USPATFULL on STN 

TI Effect of treatment with 4, 5-dihydroxy-2-cyclopenten-l-one (dhcp) on 

L12 ANSWER 68 OF 314 USPATFULL on STN 

TI Peptides for metal ion affinity chromatography 

L12 ANSWER 69 OF 314 USPATFULL on STN 

TI Analysis of mixtures of nucleic acid fragments 

L12 ANSWER 70 OF 314 USPATFULL on STN 

TI Methods for producing a paired tag from a nucleic acid sequence and 

methods of use thereof 

L12 ANSWER 71 OF 314 USPATFULL on STN 

TI Methods of producing mutant polynucleotides 

L12 ANSWER 72 OF 314 USPATFULL on STN 

TI Sequence specific recombinase-based methods for producing intron 

containing vectors and compositions for use in practicing the same 

L12 ANSWER 73 OF 314 USPATFULL on STN 
TI Isoprenoid biosynthesis 

L12 ANSWER 74 OF 314 USPATFULL on STN 

TI Nucleic acid and amino acid sequences relating to Enterobacter cloacae 

for diagnostics and therapeutics 



L12 ANSWER 75 OF 314 USPATFULL on STN 
TI Protein having PDZ domain sequence 



L12 ANSWER 76 OF 314 USPATFULL on STN 
TI Cystic fibrosis gene 



L12 ANSWER 77 OF 314 USPAT2 on STN 

TI Nucleic acid and amino acid sequences relating to Streptococcus 

pneumoniae for diagnostics and therapeutics 

L12 ANSWER 78 OF 314 BIOTECHDS COPYRIGHT 2009 THOMSON REUTERS on STN 
TI New isolated nucleotide sequence of pgm gene of a Brucella bacterium 
modified by a partial deletion of the sequence coding for 
phosphoglucomutase, useful for producing vaccines for treating 

recombinant vaccine preparation via attenuated bacterium strain for 
use in disease therapy 

L12 ANSWER 79 OF 314 LIFESCI COPYRIGHT 2009 CSA on STN 

TI Site-specific labeling of supercoiled DNA 

L12 ANSWER 80 OF 314 USPATFULL on STN DUPLICATE 7 

TI Differential enzymatic fragmentation by whole genome amplification 

L12 ANSWER 81 OF 314 USPATFULL on STN 

TI 2', 5 ' -oligoadenylate phosphodiesterase 

L12 ANSWER 82 OF 314 USPATFULL on STN 

TI Novel oligonucleotide arrays and their use for sorting, isolating, 

sequencing, and manipulating nucleic acids 

L12 ANSWER 83 OF 314 USPATFULL on STN 
TI Transposon 

L12 ANSWER 84 OF 314 USPATFULL on STN 

TI Generation and application of standardized universal libraries 

L12 ANSWER 85 OF 314 USPATFULL on STN 

TI Nucleic acid molecules containing recombination sites and methods of 

using the same 

L12 ANSWER 86 OF 314 USPATFULL on STN 

TI Targeted chromosomal mutagenasis using zinc finger nucleases 

L12 ANSWER 87 OF 314 USPATFULL on STN 

TI Analysis of methylation status using nucleic acid arrays 

L12 ANSWER 88 OF 314 USPATFULL on STN 

TI Differential enzymatic fragmentation 

L12 ANSWER 89 OF 314 USPATFULL on STN 

TI Analysis of methylation status using oligonucleotide arrays 

L12 ANSWER 90 OF 314 USPATFULL on STN 

TI Methods for quantitative determination of methylation density in a DNA 



L12 ANSWER 91 OF 314 USPATFULL on STN 
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AB DERWENT ABSTRACT: 

NOVELTY - A substantially pure Type IIG restriction 
endonuclease (I) obtainable from Citrobacter sp . 2144 (NEB#1398) 
(American Type Culture Collection (ATCC) Patent Accession Number PTA-5846) 
or from Escherichia coli NEBH554 (ATCC Patent Accession Number PTA-5887), 

- INDEPENDENT CLAIMS are also included for the 
DNA obtainable from Citrobacter sp . 2144 (NEB 
(2) 1398) (ATCC Patent Accession Number PTA-5846) or from E.coli NEB (3) 
1554 (ATCC Patent Accession Number PTA-5887) and encoding (I), where the DNj 

transferase catalytic function and a second DNA segment encoding a 
sequence specificity function of the restriction 
endonuclease, where the first and second DNA segments comprise 
one or more DNA molecules; (4) a recombinant DNA vector 
comprising at least one of first DNA segment coding for the 
restriction and modification domains of CspCI 



for the specificity domain of the restriction 

endonuclease; (5) a host cell (II) transformed with a first DNA 

segment coding for the restriction and modification 

domains of CspCI restriction endonuclease and a 

second segment coding for the specificity domain of the 

restriction endonuclease, where the first DNA segment 

and the second DNA segment are contained with one or more DNA vectors; 
(6) preparing (I); and (7) making (Ml) Type II restriction 
endonuclease having an altered specificity 
comprising: (a) selecting a restriction endonuclease 

from a set of enzymes, where each enzyme in the set is characterized by a 

modular structure having a specificity subunit and a catalytic subunit, 

the specificity subunit further comprising N-terminal domain for binding 

one half site of a bipartite recognition sequence and 

a C-terminal domain for binding a second half site of 

the bipartite recognition sequence; (b) 

modifying the specificity subunit; and (c) obtaining 

the Type II restriction endonuclease with 

altered specificity. 

BIOTECHNOLOGY - Preparation: Preparing (I), involves cultivating a 
sample of Citrobacter sp. 2144 (NEB#1398) or (II) under conditions 
favoring the production of the endonuclease, and purifying the 
endonuclease (claimed) . Preferred Endonuclease: (I) Is capable of 
recognizing at least one sequence chosen (SEQ ID No: 32-35), and cleaving 
the DNA on both sides of the recognition sequence. Preferred Method: In 
(Ml), modifying the specificity subunit further 

comprises: (a) substituting the N-terminal domain with a second 
C-terminal domain or substituting the C-terminal domain with a second 

C-terminal domain or both N-terminal and C-terminal domain with a binding 

methyltransferase; (c) mutating the N-terminal domain, the C-terminal 

domain or both domains to alter the binding specificity 

; or (d) changing the length of the spacer amino acid sequence between 

the N-terminal and C-terminal domains of the specificity module. The 

second restriction endonuclease or methyltransferase 

is chosen from Type I restriction endonuclease, Type 

IIG restriction endonuclease and gamma-type m6A 

methyltransferase. The specificity subunit and the catalytic subunit are 
encoded by different genes. (I) Comprises sequences such as 
nnnnnnnnnncaannnnngtggnnnnnnnnnnnnn (SEQ ID No: 32), 

nnnnnnnnnnncaannnnngtggnnnnnnnnnnnn (SEQ ID No: 33), caannnnnngtgg (SEQ 
ID No: 34), caannnngtgg (SEQ ID No: 35), where n=a, c, t or g. 

USE - (I) Is useful for generating endonucleases with new 
specificity, for innovative genetic engineering. 

EXAMPLE - CspCI was obtained by culturing either Citrobacter sp . 
2144 (NEB#1398) or the transformed host Escherichia coli NEB#1554, and 
recovering the endonuclease from the cells. Citrobacter sp . 2144 
(NEB#1398) or E.coli NEB#1554 were incubated aerobically at 37degreesC. 
Cells in the late logarithmic stage of growth were collected by 

-70degreesC. The cell paste was^uspended in a buffer solution and 

to P allow extraction of ' the^ndonuclease by the buffer solution. Intact 
cells and cellular debris were then removed by centrif ugation to produce 
a cell-free extract containing CspCI. The CspCI endonuclease was then 
purified from the cell-free extract by ion exchange 

chromatography, affinity chromatography, molecular sieve chromatography, 
or their combinations. 277 grams of E.coli NEB#1554 CspCI cell pellet or 

300mM sodium chloride, and passed through a Gaulin homogenizer at 12000 



psig. The lyss 



to a 375 ml heparin hyper D column. A 2.5 L 
then a 2 L gradient of sodium chloride from 
applied and fractions were collected. Fracti 
:ivity by incubating with 1 n 
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EMBASE is now updated daily. SDI frequency remains weekly (default) 



Beginning January 2008, Elsevier will no longer provide EMTREE 
codes as part of the EMTREE thesaurus in EMBASE . Please update 
your current-awareness alerts (SDIs) if they contain EMTREE 

For further assistance, please contact your local helpdesk. 
FILE SCISEARCH 

FILE COVERS 1974 TO 29 Jan 2009 (20090129/ED) 

SCISEARCH has been reloaded, see HELP RLOAD for details. 

FILE COVERS 1978 TO 20 Jan 2009 (20090120/ED) 
FILE BIOTECHNO 

FILE LAST UPDATED: 7 JAN 2004 <20040107/UP> 
FILE COVERS 1980 TO 2003. 

THIS FILE IS A STATIC FILE WITH NO UPDATES 

»> SIMULTANEOUS LEFT AND RIGHT TRUNCATION AVAILABLE IN 
/CT AND BASIC INDEX «< 

FILE USGENE 

FILE LAST UPDATED: 30 JAN 2009 <20090130/UP> 

MOST RECENT PUBLICATION DATE: 15 JAN 2009 <20090115/PD> 
FILE COVERS 1982 TO DATE 

»> SIMULTANEOUS LEFT AND RIGHT TRUNCATION (SLART) IS AVAILABLE 

IN THE BASIC INDEX (/BI) AND FEATURE TABLE (/FEAT) FIELDS «< 

»> DOWNLOAD THE USGENE WORKSHOP MANUAL: 

http : //www . stn-international . com/USGENE_workshop_manual . html 

»> DOWNLOAD RUN BLAST/GETSIM FREQUENTLY ASKED QUESTIONS: 
http : //www . stn-international . com/usgenef aq . html «< 

»> DOWNLOAD COMPLETE USGENE HELP AS PDF: 

http : / / www . stn-international . com/usgene_help . html «< 

»> USGENE now provides USPTO sequence data within 3 days of publica 
- see NEWS «< 

»> SEARCH AND DISPLAY OF USPTO EXEMPLARY CLAIM (ECLM) IS AVAILABLE 

»> NEW SEQUENCE SEARCH INTERACTION TO REFINE ANSWER 

SETS BY PERCENT (%) NOW AVAILABLE - TO LEARN MORE, VISIT: 
http: //www. stn-international . com/Newsequencesearch . html «< 



FILE PASCAL 

FILE LAST UPDATED: 26 JAN 2009 <20090126/UP> 
FILE COVERS 1977 TO DATE. 

»> SIMULTANEOUS LEFT AND RIGHT TRUNCATION IS AVAILABLE 
IN THE BASIC INDEX (/BI) FIELD «< 

FILE USPAT2 



FILE COVERS 2001 TO PUBLICATION DATE: 29 Jan 2009 (20090129/PD) 
FILE LAST UPDATED: 29 Jan 2009 (20090129/ED) 



HIGHEST GRANTED PATENT NUMBER : US20080088069 

HIGHEST APPLICATION PUBLICATION NUMBER: US20090030948 

CA INDEXING IS CURRENT THROUGH 29 Jan 2009 (20090129/UPCA) 

ISSUE CLASS FIELDS (/INCL) CURRENT THROUGH: 29 Jan 2009 (20090129/PD) 

REVISED CLASS FIELDS ( /NCL) LAST RELOADED: Dec 2008 

USPTO MANUAL OF CLASSIFICATIONS THESAURUS ISSUE DATE: Dec 2008 

USPAT2 now includes complete International Patent Classification (IPC) 
reclassification data for the third quarter of 2008. 

FILE TOXCENTER 

FILE COVERS 1907 TO 27 Jan 2009 (20090127/ED) 

The MEDLINE file segment has been updated with the National Library of 
Medicine's revised 2008 MeSH terms. See HELP RLOAD for details. 

This file contains CAS Registry Numbers for easy and accurate substance 
identification. 

The BIOSIS segment of TOXCENTER has been augmented with 13,000 records 
from 1946 through 1968. 

FILE CABA 

FILE COVERS 1973 TO 8 Jan 2009 (20090108/ED) 



This file contains CAS Registry Numbers for easy and accurate 
substance identification. 

The CABA file was reloaded 7 December 2003. Enter HELP RLOAD for details. 
FILE BIOTECHDS 

Kill: LAST UPDATED: 17 JAN ?S,W <2 0 0 90112/UP> 

FILE COVERS 1982 TO DATE 

»> USE OF THIS FILE IS LIMITED TO BIOTECH SUBSCRIBERS «< 
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AB A recombinant strain, isolated following the transduction of an 

Escherichia coli recipient carrying the Salmonella typhimurium (SB) 
specificity genes with DNA from a donor having the Salmonella potsdam 
(SP) specificity, was shown to have neither SB nor SP specificity but to 
encode a novel restriction specificity, SQ . The heteroduplex analysis of 
the hsdS (specificity) genes of the SB and SP 

here identifies a conserved sequence of around 100 base pairs flanked by 
two nonhomologous regions each of approximately 500 base pairs. The 



